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Structure
1. Introduction

• The Atlas of Pidgin and Creole Language 
Structures project

• Comparison of structure and scope with 
World Atlas of Language Structures

2. First results
• APiCS maps
• Statistical analysis of APiCS data

3. Summary and outlook



1. Introduction
History of APiCS project
• idea born at 2005 Leipzig conference 
• inspired by the World Atlas of Language Structures 
• to be published by Oxford University Press, 2012

– Atlas of Pidgin and Creole Language Structures 
(1 vol)
maps + introductory chapters based on APiCS 
database
database freely accessible online from day 1

– Survey of Pidgin and Creoles (3 vols)
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Comparison of structure and scope with World 
Atlas of Language Structures 

• contributions
– WALS = feature-based; typological approach
– APiCS = language-based; expert approach
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WALS F39
1PL inclusive/exclusive distinction

(Michael Cysouw)
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APiCS F15
1PL inclusive/exclusive distinction

(the APiCS team)
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• compatibility APiCS - WALS 
– 48 fully compatible features, e.g.

F2 (86) Order of Possessor and Possessum
- v1 Possessor-possessum
- v2 Possessum-possessor

– 9 partly compatible features, e.g.
F 43 (69) Position of TMA markers
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APiCS F43
Position of Tense, 
Aspect, and Mood 
Markers

WALS F69
Position of tense-aspect 
affixes

immediately preceding 
the verb

tense-aspect prefixes

immediately following 
the verb

tense-aspect suffixes

in a leftward position tense-aspect tone
in a rightward position mixed type

no  tense-aspect
inflection
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2. First results

APiCS maps
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APiCS F43
Position of TMA markers

(the APiCS team)
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APiCS F44
Internal oder of TMA markers

(the APiCS team)
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APiCS F109
Pequenino

(the APiCS team)
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APiCS F95
Complementizer with verbs of speaking

(the APiCS team)



2. First results

Statistical analysis of APiCS data
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constructing "DNA"-sequences, e.g. Jamaican:

1 Order of Subject, Object and Verb 010000
2 Order of Possessor and Possessum 10
3 Order of Adjective and Noun 10
4 Order of Adposition and Noun Phrase 0100
5 Order of Demonstrative and Noun 10001
6 Order of Cardinal Numeral and Noun 100
7 Order of Relative Clause and Noun 100000
8 Order of Degree Word and Adjective 11
9 Position of Def Art in the NP 1000
10 Position of Indef Art in the NP 1000
. . .
=> 01000010100100100011001000001110001000 . . .



Software for constructing phylogenetic 
networks developed for applications in 

evolutionary biology

Huson, Daniel H. & David Bryant. 2006. "Application of 
phylogenetic networks in evolutionary studies". Molecular 

Biology and Evolution 23: 254-267. Software available from 
www.splitstree.org.



comparing "DNA"-sequences of two varieties:
Jamaican 01000010100100100011...
Martinican 01000001110100010001...
result ++++++--++++++--++-+...

calculating distances between two varieties:

number of shared features
total number of features

454
547
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) = 0.17e.g.  1 – (

1 – ( )



AFR ANG BAH BEL BER CAM CVB CVS CVV CRE ESR FAD

AAE 0.19 0.28 0.12 0.19 0.22 0.23 0.22 0.21 0.20 0.21 0.25 0.26

AFR 0.34 0.21 0.24 0.27 0.29 0.26 0.24 0.23 0.28 0.27 0.31

ANG 0.26 0.27 0.24 0.24 0.22 0.22 0.27 0.24 0.24 0.22

BAH 0.15 0.20 0.21 0.23 0.21 0.19 0.18 0.21 0.28

BEL 0.21 0.24 0.24 0.24 0.22 0.20 0.23 0.29

BER 0.21 0.23 0.20 0.24 0.20 0.23 0.23

CAM 0.26 0.25 0.25 0.18 0.17 0.27

CVB 0.09 0.13 0.22 0.25 0.25

CVS 0.13 0.21 0.23 0.25

CVV 0.24 0.21 0.28

CRE 0.20 0.26

ESR 0.25

SplitsTree Distances matrix
75 varieties -> 2775 pairs
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All 75 varieties
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European-lexicon
Atlantic varieties
only
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African varieties 
(21)



Thank you
for your attention
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